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Research progress on the relationship between IncRNA and the

pathogenesis of allergic rhinitis
Summary Long non-coding RNA(IncRNA) belongs to the category of non-coding RNA, which length ex-

ceeds 200 nucleotides and can hardly encode the expression of proteins. Based on the data from several clinical re-

searches, it is considered that IncRNA not only plays the biological role in epigenetics, transcriptional and post-

transcriptional levels, but also abnormally expresses in inflammatory response and the related diseases. In recent

years, with the intensive study of gene expression regulation of allergic rhinitisCAR) , it has been found that a va-

riety of non-coding RNA, including IncRNA, have close relationship with the occurrence and development of AR.

This review mainly summarized the biological function, immunomodulatory effect of IncRNA and the relationship

between the IncRNA and the pathogenesis of AR, providing new thoughts and strategies for the further research,

prevention as well as the treatment of AR.
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