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Abstract Objective: The aim of this study is to explore the relative expression level of LINC00152 in larynge-
al squamous cell carcinoma (LSCC) and its clinical significance. Method: The relative expression levels of
LINC00152 in LSCC cell lines and 36 paired LLSCC specimens were measured by qRT-PCR method. And the cor-
relations between the expression level of LINC00152 and the clinical features derived from LSCC patients were an-
alyzed and compared through the independent sample z-test. Result: The relative expression level of LINC00152
was over-expressed in LSCC cell lines and cancerous tissues than that in paired adjacent normal tissues, and the
difference was statistically significant(P =0. 006). Even the associations between LINC00152 expression level and
clinicopathological features(P =0. 044 for clinical stage, P =0.032 for pathological differentiation degree) were
significantly. Conclusion: LINC00152 is highly expressed in LSCC and it may become a new tumor marker for the
diagnosis and prognosis of LSCC.
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