2018 4
32%5M

I AR B 5 A 0t Sk 251 S0 ) 2 R
J Clin Otorhinolaryngol Head Neck Surg(China) e 397 -

micro RINA T T RJPR Jas v g9 WF 58 32 e

(i) HURAR IR s microRNA; &
doi: 10. 13201/j. issn. 1001-1781. 2018. 05. 021
[(FES%ES] R739.6  [X#kizEE@] A

G9E"

Research progress of microRNA in thyroid cancer
Summary microRNA (miRNA) is a kind of endogenous non— coding single— stranded molecule RNA. The

generation process is associated with the production of small interfering RNAs. In recent years, it has been found

that different miRNA express in different pathological types of thyroid cancer both at home and abroad, suggesting

that many miRNAs may play important roles in occurrence, development, invasion and migration of thyroid canc-

er, which can be new opportunities in diagnosis, treatment and prognosis of thyroid cancer. In this paper, we will

review the recent advances in the study of the relationship between microRNA and thyroid cancer.
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BER - MEEERNEREZANEYET R,
miRNA % i3 K 15 e 76 4l e % 9 RNA R4
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