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The exploration of VEGF-B methylation in the nasal polyp
TAN Haiyan BAI Weiliang WANG Xiaowei XU Tingting

(Department of Otolaryngology, Shengjing Hospital, the Affiliated Hospital of China Medical
University, Shenyang, 110004, China)
Corresponding author: BAI Weiliang, E-mail: bweiliangcmu@163. com

Abstract Objective: The objective of this study is to investigate the methylation status of vascular endothelial
cell growth factor B (VEGF-B) gene and to indentify the roles in pathogenesis, development and classification of
nasal polyps. Method: The methylation status of VEGF-B gene of 28 nasal polyp tissues and 12 samples of inferior
turbinate tissues were detected by methylationspecific-polymerase chain reaction (MS-PCR) and gene sequencing.
Result: There was significant statistic diference between nasal polyp tissue group and control group (y*=4.096,
P<C0.05). The results of gene sequencing suggest that the VEGF-B gene promoter were hypomethylation status
in the nasal polyps. Conclusion; Methylation status of VEGF-B promoter may play an important role in the pathoge-
netic mechanism of nasal polyps.
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