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Abstract Objective: To exlpore the expression and clinical significance of nuclear factor erythroid-2 related
factor 2(Nrf2) and ERK sinal in papillary thyroid carcinoma(PTC). Method: PTC microassy were detected by im-
munohistochemical method(IHC) . The expression of Nrf2, ERK; and p-ERK,,; in PTC, para-carcimoma and nor-
mal thyroid tissue were detected by Western blot. The transcriptional level of Nrf2 mRNA in PTC, para-carci-
moma and normal thyroid tissue were detected by real-time quantitative PCR(qPCR) method. Result; Nrf2, ERK, ,
p-ERK,/; protein were high expression in group of lymph node metastasis PTC and negative or weak positve ex-
pression in para-carcinoma tissue(P<C0. 01). And the proteins of clinical stage [[l — [V of PTC groups express high-
er than without lymph node metastasis group and clinical stage | — ]I of PTC group( P<C0. 05). The expression
of Nrf2 protein was positively correlated with ERK; and p-ERK,,, protein in PTC(r=0. 723 2,r=0. 668 6,P<C
0.05). The Western blot results of Nrf2, ERK, , p-ERK,,, had a higer level in PTC than those of paracarcinoma
and normal thyroid tissue(P<C0.01). The level of Nrf2 mRNA were higher than those of paracarcinoma and nor-
mal thyroid tissue(P<Z0. 01). Conclusion: High expresion of Nrf2 may be associated with the progression of papil-
lary thyroid carcinoma,and may relate to the high expression and activity of ERK pathway.
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