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DNA methylation in thyroid carcinoma

Summary Cancer has become clear that not merely gene variations but also epigenetic modifications may con-

tribute to it. Epigenetic changes refer to stable alterations in gene expression with unrelated to changes in the un-

derlying genetic sequence,resulting in heritable. DNA methylation is one of the common epigenetic changes. It con-

trol the gene expression through changing DNA conformation and stability,chromatin structer, DNA-protein inter-

action. The reversal of dysregulated DNA methylation has emerged as a potential strategy for the treatment of thy-

roid carcinoma. The artical will provide an overview of how DNA methylation contribute to thyroid carcinoma dis-

semination,invasion and metastasis and we will summarize the latest epigenetic therapies for thyroid carcinoma.
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