« 1676 -

Il PR - 5k WA e Sk 51 41 ) 2% R
J Clin Otorhinolaryngol Head Neck Surg(China)

miRNA -324-3p S HARFL K WNT2B 7%
SR e 2H 25 5 38 58 A I TR 7 3L *

A ERD OxNF OFREX EAR RBER wER ETE

[(HE] BH:%FiT miRNA-324-3p X HMEF WNT2B & HEHLN FHEEMIERE X, HiE:qRT-
PCR # AR miRNA-324-3p . WNT2B mRNA %} £ ik & , Western blot F AR KM WNT2B & H7E 39 5 5 1F
JEHR K 21 IS MHAEME ERAATHNEREL . SMERIKFELWBERRERENELR., SR AELEE
ZH 4 miRNA-324-3pB X REE B ZE TR P<0. 01), WNT2B mRNA fIE AN FEEEN B E FE Y
P<<0. 01), EMEEHLA B miRNA-324-3p 5§ WNT2B mRNA R EHKWEXE R AL, WNT2B mRNA 5FH /Y
F£HEFEMEM P<0. 05), miRNA-324-3p.WNT2B mRNA REHAMWESH SLEWBEE T 5% . 6 K4 1
Rk BB FEYHEE 3 P<<0 05, M5 BHEMMES FRTHBHEMEGS P>0.05) ., & SWFEAN
miRNA-324-3p B RIE T, WNT2B RSB LH . FEFREFEMEXR . AFANREWBHEE ZRE.

[XiR] B ME ; miRNA-324-3p; WNT2B; % H

doi:10.13201/j. issn. 1001-1781. 2014, 21. 013

[(HESHES] R739.6 [xmizrEE] A

The expression and significance of miRNA-324-3p and

WNT2B in nasopharyngeal carcinoma
LIU Chao LIGuo LIUYong SU Zhongwu REN Shuling
DENG Tengbo TIAN Yongquan QIU Yuanzheng

(Department of Otorhinolaryngology-Head and Neck Surgery, Xiangya Hospital, Central South
University, Otolaryngology Major Disease Research Key Laboratory of Hunan Province,Chang-
sha,410008,China)
Corresponding author: QIU Yuanzheng, E-mail: xyqyz@hotmail. com

Abstract

WNT2B in tissue specimens of nasopharyngeal carcinoma (NPC) specimens. Method:qRT-PCR was used to detect
the expression of miRNA-324-3p and WNT2B mRNA, and Western blot was applied to assay the expression of

Objective: To investigate the expression and significance of miRNA-324-3p and its target gene

WNT2B protein in 39 cases of NPC specimens and 21 cases of non-carcinoma epithelium. The relationship between
their expression levels and clinicopathological characteristics and their correlation with clinical pathological parame-
ters was analyzed. Result: The expression of miRNA-324-3p was significantly down-regulateddecreased but
WNT2B mRNA/protein increased obviously in NPC specimens (P<C0. 01). A negative correlation between miR-
NA-324-3p and WNT2B was spotted(P<C0. 05). The expression levels of these markers were closely correlated
with T stage, clinic stage and cervical lymph node metastasis (P<Z0. 05). Conclusion: The loss of miRNA-324-3p
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and ectopic WNT2B might co-induce the initiation and progression of NPC.
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