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Abstract Objective: To screen and identify the frequency and characteristic of mutation in stereocilium-relat-
ed gene Taperin of Chinese prelingual nonsyndromic hearing impairment with DNA microarray combined with
PCR. Method : One hundred and thirty— four patients of prelingual nonsyndromic deafness and one hundred health
individuals in China were investigated in this study. Genomic DNA was extracted from the patients and was sub-
jected to DNA microarray to screen mutations in 4 most common genes. The samples that carried none of the com-
mon mutant alleles were subjected to PCR and sequenced to detect mutations in Taperin gene. Result: Ninteen out
of one hundred and thirty— four patients of prelingual nonsyndromic deafness were detected carring common deaf-
ness gene with DNA microarray. Taperin gene were detected in one hundred and fifteen patients with PCR. A187S
was detected in Taperin as hetrozygous state in 2 patients and their unaffected members of their family. It occurred
at the evolutionary conservation of the amino acids of taperin according to alignment analysis. Two polymorphism,
157C>T and 318C>T, were found in the patients and the control group. Conclusion: A novel Taperin mutation,
A187S was detected in Chinese patients with prelingual nonsyndromic hearing loss, which may be relevant to hear-
ing loss. Two polymorphism, 157C>T and 318C>T, were found in Chinese in our research. The carrier fre-
quency for Taperin mutation is about 1. 74 % of prelingual nonsyndromic deafness in Chinese patients.
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