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Abstract Objective: To study the differentiation of Th1/Th2 on the levels of transcription factors and cyto-
kines production in patients with laryngeal sqamous cell carcinoma in peripheral blood mononuclear cells(PBMC).
In addition, the relation of p53 and T-bet, GATAS3 expression was discussed for understanding the role of T-bet and
GATAS3 in metastasis. Method: The gene expression of Thl/Th2 type transcription factors T-bet.GATA3 and cy-
tokines IFN -y,ILL-4 were determined by RT-PCR and realtime RT-PCR from 49 patients with laryngeal sqamous
cell carcinoma and 30 normal controls. The expression of p53 was analyzed by immunohistochemistry. Result: Pre-
dominant expression of Th2 type cytokines was detected in 49 laryngeal sqamous cell carcinoma patients. The ex-
pression rates of T-bet, GATA3, IFN-y and IL-4 was 42. 86% (21/49), 71. 43% (35/49), 26. 53% (13/49),
63.27 % (33/49) respectively. The expression rates of T-bet and IFN-y in patients were lower than in control group
(P<C0. 05) ,but the results of GATA3 and IL.-4 were opposite(P<C0. 05). The similar results were obtained by re-
altime PCR. The expression of p53 in patients was accompanied with lower expression of T-betmRNA and higher
expression of GATA3mRNA. Conclusion: There is predominant expression of Th2 type transcription factors and
cytokines in PBMC of laryngeal sqamous cell carcinoma patients. T-bet and GATAS3 can be used as reference indi-
cators for the metastasis of laryngeal sqamous cell carcinoma.
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Sequence Amplicon

GAPDH For:GGATTTGGTGGTATTGGG

Rev: GGAAGATGGTGATGGGATT 205 bp
T-bet For:GTTCCCATTCCTGTCATTTACT

Rev: TCTCCGTCGTTCACCTCAA 279 bp
IFN-y For: TATTCGGTAACTGACTTC

Rev: AATCACATAGCCTTGC 388 bp
GATA3 For:GTAGCTGTAAGGCATGAAGGATG

Rev: ACTGGTGAACGGTAACACTGATT 339 bp
1L+4 For:CCCCTCTGTTCTTCCTGCTA

Rev: ACTCTGGTTGGCTTCCTTCA 368 bp
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